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SEQUENCE LISTING^ 

<110> Zannis, Vassilis / 
Kypreos, Kyriakos E. / 

<120> Compounds and methods for lowering / 

cholesterol levels without inducing hypertriglyceridemia 



<130> 07180/004003 
<150> US 09/679,088 

<151> 2000-10-04 I 

<150> US 09/544,386 / 
<151> 2000-04-06 / 

<160> 19 / 

<170> FastSEQ for Windows Vers/on 4.0 

<210> 1 / 

<211> 299 / 

<212> PRT / 

<213> Homo sapiens / 



<400> 1 






























Lys 


Val 


Glu 


Gin 


Ala 


Val 


iGlu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 


1 








5 










10 










15 




Gin 


Thr 


Glu 


Trp 


Gin 


Serf 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly Arg 








20 










25 










30 






Phe 


Trp 


Asp 


Tyr 


Leu 


A^g 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 






35 










40 










45 








Glu 


Glu 


Leu 


Leu 


Ser 


JBer 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 




50 










55 










60 










Asp 


Glu 


Thr 


Met 


Lys/ 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 


65 










70 










75 










80 


Gin 


Leu 


Thr 


Pro 


Va4 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 


Lys 


Glu 










85 










90 










95 




Leu 


Gin 


Ala 


Ala 


Gfln 


Ala 


Arg 


Leu 


Gly 


Ala 


Asp 


Met 


Glu 


Asp 


Val 


Arg 








100 










105 










110 






Gly 


Arg 


Leu 


Val i 


rGln 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 


Gly 


Gin 






115 










120 










125 








Ser 


Thr 


Glu 


GlA 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 


Lys 


Leu 




130 










135 










140 










Arg 


Lys 


Arg 


iAu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Arg 


Leu 


Ala 


145 










150 










155 










160 


Val 


Tyr 


Gin 


{Ala 


Gly 


Ala 


Arg 


Glu 


Gly 


Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


Ala 










165 










170 










175 




He 


Arg 


Giy 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


Arg 


Ala 








180 










185 










190 






Ala 


Thr 


Va/l 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 


Ala 


Gin 






165 










200 










205 








Ala 


Trp 


Qly 


Glu 


Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 


Ser 


Arg 




210 










215 










220 










Thr 


Arg 


/Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 


225 










230 










235 










240 
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Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


He 


Arg 


Leu 


Gin 


Ala 


Glu 


Ala 










245 










250 










255 




Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


Asp 


Met 








260 










265 










270 






Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 


Val 


Gly 






275 










280 










285 








Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


His 














290 










295 




















<210> 2 






























<211> 299 




























<212> PRT 




























<213> Homo sapiens 
























<400> 2 






























Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 


1 








5 










10 










15 




Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly 


Arg 








20 










25 










30 






Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 






35 










40 










45 








GlU 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 














55 










60 










Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 


bb 










70 










75 










80 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 


Lys 


Glu 










85 










90 










95 




Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly 


Ala 


Asp 


Met 


Glu 


Asp 


Val 


Cys 








100 










105 










110 








Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 


Gly 


Gin 






115 










120 










125 








Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 


Lys 


Leu 




130 










135 










140 










Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Arg 


Leu 


Ala 


145 










150 










155 










160 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly 


Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


Ala 










165 










170 










175 




He 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


Arg 


Ala 








180 










185 










190 






Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 


Ala 


Gin 






195 










200 










205 








Ala 


Trp 


Gly Glu Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 


Ser 


Arg 




210 










215 










220 










Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 


225 










230 










235 










240 


Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


He 


Arg 


Leu 


Gin 


Ala 


Glu 


Ala 










245 










250 










255 




Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


Asp 


Met 








260 










265 










270 






Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 


Val 


Gly 






275 










280 










285 








Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


His 













290 295 



<210> 3 
<211> 299 



<212> PRT 

<213> Homo sapiens 



<400> 3 





Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 




1 








5 










10 










15 






Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly Gin Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly 


Arg 










20 










25 










30 








Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 








35 










40 










45 










Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 






50 










55 










60 












Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 




65 










70 










75 










80 




Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 


Lys 


Glu 












85 










90 










95 






Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly 


Ala 


Asp 


Met 


Glu 


Asp 


Val 


Cys 










100 










105 










110 








Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg Gly Glu 


Val 


Gin 


Ala 


Met 


Leu 


Gly 


Gin 








115 










120 










12 5 










Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 


Lys 


Leu 






130 










135 










140 












Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Cys 


Leu 


Ala 




145 










150 










155 










160 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly 


Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


Ala 












165 










170 










175 






lie 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


Arg 


Ala 










180 










185 










190 






s y 


Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly Gin 


Pro 


Leu 


Gin 


Glu 


Arg 


TV "1 _ 

Ala 


Gin 








195 










200 










205 










Ala 


Trp 


Gly 


Glu 


Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 


Ser 


Arg 


y i 




210 










215 










220 












Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 




225 










230 










235 










240 




Ala 


Lys 


Leu 


Glu 


Glu 


Gin 


Ala 


Gin 


Gin 


lie 


Arg 


Leu 


Gin 


Ala 


Glu 


Ala 












245 










250 










255 






Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


Asp 


Met 


Pi 








260 










265 










270 






in 


Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 


Val 


Gly 






275 










280 










285 








u 


Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


His 
















290 










295 






















<210> 4 
































<211> 299 






























<212> PRT 






























<213> Homo sapiens 


























<400> 4 
































Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 




1 








5 










10 










15 






Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly Gin Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly 


Arg 










20 










25 










30 








Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 








35 










40 










45 










Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 



50 55 60 



Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 


65 










70 










75 










80 


Gin 


Leu 


Thr 


Pro 


Val 
85 


Ala 


Glu 


Glu 


Thr 


Arg 
90 


Ala 


Arg 


Leu 


Ser 


Lys 
95 


Glu 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly Ala 


Asp 


Met 


Glu 


Asp 


Val 


Cys 








100 










105 










110 






Gly 


Arg 


Leu 
115 


Val 


Gin 


Tyr 


Arg 


Gly 
120 


Glu 


Val 


Gin 


Ala 


Met 
125 


Leu 


Asp 


Gin 


Ser 


Thr 
130 


Glu 


Glu 


Leu 


Arg 


Val 
135 


Arg 


Leu 


Ala 


Ser 


His 
140 


Leu 


Arg 


Lys 


Leu 


Arg 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Cys 


Leu 


Ala 


145 










150 










155 










160 


Val 


Tyr 


Gin 


Ala 


Gly 


Ala 


Arg 


Glu 


Gly Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


Ala 










165 










170 










175 




He 


Arg 


Glu 


Arg 
180 


Leu 


Gly 


Pro 


Leu 


Val 
185 


Glu 


Gin 


Gly 


Arg 


Val 
190 


Arg 


Ala 


Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly Gin 


Pro 


Leu 


Gin 


Glu 


Arg 


Ala 


Gin 






195 










200 










205 








Ala 


Trp 


Gly Glu Arg 


Leu 


Arg 


Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 


Ser 


Arg 




210 










215 










220 










Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 


225 










230 










235 










240 


Ala 


Lys 


Leu 


Glu 


Glu 
245 


Gin 


Ala 


Gin 


Gin 


He 
250 


Arg 


Leu 


Gin 


Ala 


Glu 
255 


Ala 


Phe 


Gin 


Ala 


Arg 
260 


Leu 


Lys 


Ser 


Trp 


Phe 
265 


Glu 


Pro 


Leu 


Val 


Glu 
270 


Asp 


Met 


Gin 


Arg 


Gin 


Trp 


Ala 


Gly Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 


Val 


Gly 






275 










280 










285 








Thr 


Ser 
290 


Ala 


Ala 


Pro 


Val 


Pro 
295 


Ser 


Asp 


Asn 


His 













<210> 5 
<211> 299 
<212> PRT 

<213> Homo sapiens 



<400> 5 



Lys 


Val 


Glu 


Gin 


Ala 


Val 


Glu 


Thr 


Glu 


Pro 


Glu 


Pro 


Glu 


Leu 


Arg 


Gin 


1 








5 










10 










15 




Gin 


Thr 


Glu 


Trp 


Gin 


Ser 


Gly 


Gin 


Arg 


Trp 


Glu 


Leu 


Ala 


Leu 


Gly 


Arg 








20 










25 










30 






Phe 


Trp 


Asp 


Tyr 


Leu 


Arg 


Trp 


Val 


Gin 


Thr 


Leu 


Ser 


Glu 


Gin 


Val 


Gin 






35 










40 










45 








Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 




50 










55 










60 










Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 


65 










70 










75 










80 


Gin 


Leu 


Thr 


Pro 


Val 


Ala 


Glu 


Glu 


Thr 


Arg 


Ala 


Arg 


Leu 


Ser 


Lys 


Glu 










85 










90 










95 




Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly Ala 


Asp 


Met 


Glu 


Asp 


Val 


Cys 








100 










105 










110 






Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly Glu 


Val 


Gin 


Ala 


Met 


Leu 


Gly 


Gin 






115 










120 










125 








Ser 


Thr 


Glu 


Glu 


Leu 


Arg 


Val 


Arg 


Leu 


Ala 


Ser 


His 


Leu 


Arg 


Lys 


Leu 




130 










135 










140 










Cys 


Lys 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Arg 


Leu 


Ala 


145 










150 










155 










160 



Val 


Tyr 


Gin 


Ala 


Gly Ala 


Arg 


Glu 


Gly Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


A 1 

Ala 










ICC 

165 










1/0 










175 




He 


Arg 


Glu 


Arg 


Leu 


Gly 


Pro 


Leu 


Val 


Glu 


Gin 


Gly 


Arg 


Val 


Arg 


Ala 








180 










185 










190 






Ala 


Thr 


Val 


Gly 


Ser 


Leu 


Ala 


Gly 


Gin 


Pro 


Leu 


Gin 


Glu 


Arg 


Ala 


Gin 






195 










200 










205 








Ala 


Trp 


Gly 


Glu 


Arg 


Leu 


Arg 


TV "1 — 

Ala 


Arg 


Met 


Glu 


Glu 


Met 


Gly 


Ser 


Arg 




210 










215 










o o n 

22 0 










Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


TT_1 

Val 


Lys 


Glu 


bin 


IT- 1 

Val 


Ala 


Glu 


Val 


Arg 


o o c 
225 










o ^ n 










2 j 3 










2 40 


Ala 


Lys 


Leu 


olU 


Glu 


Gin 


Aia 


oin 


Gin 


He 


Arg 


Leu 


bin 


A 1 = 

Ala 


bill 


Aia 










245 










250 










255 




Phe 


Gin 


Ala 


Arg 


Leu 


Lys 


Ser 


Trp 


Phe 


Glu 


Pro 


Leu 


Val 


Glu 


Asp 


Met 








260 










265 










270 






Gin 


Arg 


Gin 


Trp 


Ala 


Gly 


Leu 


Val 


Glu 


Lys 


Val 


Gin 


Ala 


Ala 


Val 


Gly 






275 










280 










285 








Thr 


Ser 


Ala 


Ala 


Pro 


Val 


Pro 


Ser 


Asp 


Asn 


His 













290 295 



<210> 6 
<211> 299 
<212> PRT 

<213> Homo sapiens 

n 

tJJ <400> 6 

frj Lys Val Glu Gin Ala Val Glu Thr Glu Pro Glu Pro Glu Leu Arg Gin 

Rj 1 5 10 15 

[ : i Gin Thr Glu Trp Gin Ser Gly Gin Arg Trp Glu Leu Ala Leu Gly Arg 

2? 20 25 30 

UJ Phe Trp Asp Tyr Leu Arg Trp Val Gin Thr Leu Ser Glu Gin Val Gin 

Ul 35 40 45 





Glu 


Glu 


Leu 


Leu 


Ser 


Ser 


Gin 


Val 


Thr 


Gin 


Glu 


Leu 


Arg 


Ala 


Leu 


Met 






50 










55 










60 












Asp 


Glu 


Thr 


Met 


Lys 


Glu 


Leu 


Lys 


Ala 


Tyr 


Lys 


Ser 


Glu 


Leu 


Glu 


Glu 




65 










70 










75 










80 




Gin 


Leu 


Thr 


Pro 


Val 
85 


Ala 


Glu 


Glu 


Thr 


Arg 
90 


Ala 


Arg 


Leu 


Ser 


Lys 
95 


Glu 


i si 


Leu 


Gin 


Ala 


Ala 


Gin 


Ala 


Arg 


Leu 


Gly Ala 


Asp 


Met 


Glu 


Asp 


Val 


Cys 










100 










105 










110 






Gly 


Arg 


Leu 


Val 


Gin 


Tyr 


Arg 


Gly 


Glu 


Val 


Gin 


Ala 


Met 


Leu 


Gly 


Gin 








115 










120 










125 










Ser 


Thr 
130 


Glu 


Glu 


Leu 


Arg 


Val 
135 


Arg 


Leu 


Ala 


Ser 


His 
140 


Leu 


Arg 


Lys 


Leu 




Arg 


Gin 


Arg 


Leu 


Leu 


Arg 


Asp 


Ala 


Asp 


Asp 


Leu 


Gin 


Lys 


Arg 


Leu 


Ala 




145 










150 










155 










160 




Val 


Tyr 


Gin 


Ala 


Gly Ala Arg 


Glu 


Gly Ala 


Glu 


Arg 


Gly 


Leu 


Ser 


Ala 












165 










170 










175 






He 


Arg 


Glu 


Arg 
180 


Leu 


Gly 


Pro 


Leu 


Val 
185 


Glu 


Gin 


Gly 


Arg 


Val 
190 


Arg 


Ala 




Ala 


Thr 


Val 
195 


Gly 


Ser 


Leu 


Ala 


Gly 
200 


Gin 


Pro 


Leu 


Gin 


Glu 
205 


Arg 


Ala 


Gin 




Ala 


Trp 
210 


Gly 


Glu 


Arg 


Leu 


Arg 
215 


Ala 


Arg 


Met 


Glu 


Glu 
220 


Met 


Gly 


Ser 


Arg 




Thr 


Arg 


Asp 


Arg 


Leu 


Asp 


Glu 


Val 


Lys 


Glu 


Gin 


Val 


Ala 


Glu 


Val 


Arg 




225 










230 










235 










240 




Ala 


Lys 


Leu 


Glu 


Glu 
245 


Gin 


Ala 


Gin 


Gin 


He 
250 


Arg 


Leu 


Gin 


Ala 


Glu 
255 


Ala 



-5- 



Phe Gin Ala Arg 
260 

Gin Arg Gin Trp 
275 

Thr Ser Ala Ala 
290 



Leu Lys Ser Trp 

Ala Gly Leu Val 
280 

Pro Val Pro Ser 
295 



Phe Glu Pro Leu 
265 

Glu Lys Val Gin 
Asp Asn His 



Val Glu Asp Met 
270 

Ala Ala Val Gly 
285 



<210> 7 
<211> 1156 
<212> DNA 

<213> Homo sapiens 



<400> 7 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgcgta 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 

aagcctgcag 

cgggagaccc 

tcaccaagtt 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcggccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 
ccatgcgacc 
tgtccccgcc 
tcacgc 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgcgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 
ccacgccacc 
ccagccgtcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 
ccgtgcctcc 
tcctggggtg 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagcgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 
tgcctccgcg 
gaccctagtt 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 
cagcctgcag 
taataaagat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1156 



0 



ha 



<210> 8 
<211> 1156 
<212> DNA 

<213> Homo sapiens 



<400> 8 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgcgta 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcggccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgtgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagcgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 
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aagcctgcag ccatgcgacc ccacgccacc ccgtgcctcc tgcctccgcg cagcctgcag 1080 
cgggagaccc tgtccccgcc ccagccgtcc tcctggggtg gaccctagtt taataaagat 1140 
tcaccaagtt tcacgc 1156 



<210> 9 
<211> 1156 
<212> DNA 

<213> Homo sapiens 



<400> 9 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgcgta 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 

aagcctgcag 

cgggagaccc 

tcaccaagtt 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcggccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 
ccatgcgacc 
tgtccccgcc 
tcacgc 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgtgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 
ccacgccacc 
ccagccgtcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 
ccgtgcctcc 
tcctggggtg 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagtgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 
tgcctccgcg 
gaccctagtt 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 
cagcctgcag 
taataaagat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1156 



<210> 10 
<211> 1156 
<212> DNA 

<213> Homo sapiens 



<400> 10 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgcgta 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 

aagcctgcag 

cgggagaccc 

tcaccaagtt 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcgaccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 
ccatgcgacc 
tgtccccgcc 
tcacgc 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgtgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 
ccacgccacc 
ccagccgtcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 
ccgtgcctcc 
tcctggggtg 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagtgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 
tgcctccgcg 
gaccctagtt 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 
cagcctgcag 
taataaagat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1156 



<210> 11 

<211> 1156 

<212> DNA 

<213> Homo sapiens 



<400> 11 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgtgta 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 

aagcctgcag 

cgggagaccc 

tcaccaagtt 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcggccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 
ccatgcgacc 
tgtccccgcc 
tcacgc 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgtgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 
ccacgccacc 
ccagccgtcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 
ccgtgcctcc 
tcctggggtg 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagcgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 
tgcctccgcg 
gaccctagtt 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 
cagcctgcag 
taataaagat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1156 



<210> 12 

<211> 1156 

<212> DNA 

<213> Homo sapiens 



<400> 12 

cgcagcggag 

atgaaggttc 

gagcaagcgg 

ggccagcgct 

ctgtctgagc 

ctgatggacg 

accccggtgg 

cggctgggcg 

caggccatgc 

aagctgcgtc 

caggccgggg 

cccctggtgg 

ctacaggagc 

agccggaccc 

ctggaggagc 

agctggttcg 

gtgcaggctg 

aagcctgcag 

cgggagaccc 

tcaccaagtt 



gtgaaggacg 
tgtgggctgc 
tggagacaga 
gggaactggc 
aggtgcagga 
agaccatgaa 
cggaggagac 
cggacatgga 
tcggccagag 
agcggctcct 
cccgcgaggg 
aacagggccg 
gggcccaggc 
gcgaccgcct 
aggcccagca 
agcccctggt 
ccgtgggcac 
ccatgcgacc 
tgtccccgcc 
tcacgc 



tccttcccca 
gttgctggtc 
gccggagccc 
actgggtcgc 
ggagctgctc 
ggagttgaag 
gcgggcacgg 
ggacgtgtgc 
caccgaggag 
ccgcgatgcc 
cgccgagcgc 
cgtgcgggcc 
ctggggcgag 
ggacgaggtg 
gatacgcctg 
ggaagacatg 
cagcgccgcc 
ccacgccacc 
ccagccgtcc 



ggagccgact 
acattcctgg 
gagctgcgcc 
ttttgggatt 
agctcccagg 
gcctacaaat 
ctgtccaagg 
ggccgcctgg 
ctgcgggtgc 
gatgacctgc 
ggcctcagcg 
gccactgtgg 
cggctgcgcg 
aaggagcagg 
caggccgagg 
cagcgccagt 
cctgtgccca 
ccgtgcctcc 
tcctggggtg 



ggccaatcac 
caggatgcca 
agcagaccga 
acctgcgctg 
tcacccagga 
cggaactgga 
agctgcaggc 
tgcagtaccg 
gcctcgcctc 
agaagcgcct 
ccatccgcga 
gctccctggc 
cgcggatgga 
tggcggaggt 
ccttccaggc 
gggccgggct 
gcgacaatca 
tgcctccgcg 
gaccctagtt 



aggcaggaag 
ggccaaggtg 
gtggcagagc 
ggtgcagaca 
actgagggcg 
ggaacaactg 
ggcgcaggcc 
cggcgaggtg 
ccacctgcgc 
ggcagtgtac 
gcgcctgggg 
cggccagccg 
ggagatgggc 
gcgcgccaag 
ccgcctcaag 
ggtggagaag 
ctgaacgccg 
cagcctgcag 
taataaagat 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 

1156 



<210> 13 

<211> 18 

<212> PRT 

<213> Homo sapiens 



<400> 13 

Met Lys Val Leu Trp Ala Ala Leu Leu Val Thr Phe Leu Ala Gly Cys 

15 10 15 

Gin Ala 



<210> 14 
<211> 317 
<212> PRT 
<213> Homo sapiens 

<400> 14 

Met Lys Val Leu Trp Ala Ala Leu Leu Val Thr Phe Leu Ala Gly Cys 

15 10 15 

Gin Ala Lys Val Glu Gin Ala Val Glu Thr Glu Pro Glu Pro Glu Leu 

20 25 30 

Arg Gin Gin Thr Glu Trp Gin Ser Gly Gin Arg Trp Glu Leu Ala Leu 

35 40 45 

Gly Arg Phe Trp Asp Tyr Leu Arg Trp Val Gin Thr Leu Ser Glu Gin 

50 55 60 

Val Gin Glu Glu Leu Leu Ser Ser Gin Val Thr Gin Glu Leu Arg Ala 
65 70 75 80 

Leu Met Asp Glu Thr Met Lys Glu Leu Lys Ala Tyr Lys Ser Glu Leu 

85 90 95 

Glu Glu Gin Leu Thr Pro Val Ala Glu Glu Thr Arg Ala Arg Leu Ser 

100 105 110 

Lys Glu Leu Gin Ala Ala Gin Ala Arg Leu Gly Ala Asp Met Glu Asp 

115 120 125 

Val Arg Gly Arg Leu Val Gin Tyr Arg Gly Glu Val Gin Ala Met Leu 
130 135 140 

Ul Gly Gin Ser Thr Glu Glu Leu Arg Val Arg Leu Ala Ser His Leu Arg 
=p 145 150 155 160 

F Lys Leu Arg Lys Arg Leu Leu Arg Asp Ala Asp Asp Leu Gin Lys Arg 

m 165 170 175 

^ Leu Ala Val Tyr Gin Ala Gly Ala Arg Glu Gly Ala Glu Arg Gly Leu 
J; 180 185 190 

feJ Ser Ala lie Arg Glu Arg Leu Gly Pro Leu Val Glu Gin Gly Arg Val 
II] 195 200 205 

p Arg Ala Ala Thr Val Gly Ser Leu Ala Gly Gin Pro Leu Gin Glu Arg 
il 210 215 220 

' ~ Ala Gin Ala Trp Gly Glu Arg Leu Arg Ala Arg Met Glu Glu Met Gly 
225 230 235 240 

Ser Arg Thr Arg Asp Arg Leu Asp Glu Val Lys Glu Gin Val Ala Glu 

245 250 255 

Val Arg Ala Lys Leu Glu Glu Gin Ala Gin Gin lie Arg Leu Gin Ala 

260 265 270 

Glu Ala Phe Gin Ala Arg Leu Lys Ser Trp Phe Glu Pro Leu Val Glu 

275 280 285 

Asp Met Gin Arg Gin Trp Ala Gly Leu Val Glu Lys Val Gin Ala Ala 

290 295 300 

Val Gly Thr Ser Ala Ala Pro Val Pro Ser Asp Asn His 
305 310 315 



ru 



<210> 15 
<211> 317 
<212> PRT 
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<213> Homo sapiens 



<400> 15 





Met 


Lys 


Val 


Leu 


Trp 


Ala 


Ala 


Leu 


Leu 


Val 


Thr 


Phe 


Leu 


Ala 


Gly 


Cys 




1 








5 










10 










15 






Gin 


Ala 


Lys 


Val 
20 


Glu 


Gin 


Ala 


Val 


Glu 
25 


Thr 


Glu 


Pro 


Glu 


Pro 
30 


Glu 


Leu 




Arg 


Gin 


Gin 
35 


Thr 


Glu 


Trp 


Gin 


Ser 
40 


Gly 


Gin 


Arg 


Trp 


Glu 
45 


Leu 


Ala 


Leu 




Gly 


Arg 
50 


Phe 


Trp 


Asp 


Tyr 


Leu 
55 


Arg 


Trp 


Val 


Gin 


Thr 
60 


Leu 


Ser 


Glu 


Gin 




Val 


Gin 


Glu 


Glu 


Leu 


Leu 
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